INTRODUCTION

42
Propionibacterium acnes is an anaerobic-to-aerotolerant Gram-positive bacterium which 43 exists in nature as a human commensal and opportunistic pathogen. It is a major component 44 of the human skin microbiota, but can also be recovered from the oral cavity, gastrointestinal 45 and genitourinary tracts (1). Although P. acnes is the main cause of opportunistic human 46 infections within the 'cutaneous' group of propionibacteria, and is well known for its 47 association with the inflammatory skin condition acne vulgaris (2, 3), its role in other human 48 infections and clinical conditions is likely to have been significantly underestimated (4-6).
49
Despite this, we now see a growing recognition that the bacterium is an important cause of 50 human disease, especially in relation to indwelling medical device-related infections (7-12), 51 and may also play a role in chronic conditions that cause significant morbidity and mortality, The bacterium has an overall clonal structure and isolates can be classified into a number of 59 statistically significant clades or phylogroups, designated types IA 1 , IA 2 , IB, IC, II and III, 60 which appear to display differences in their association with specific types of infections (20- primer sets (66°C), a touchdown PCR approach was adopted to ensure satisfactory, highly To assess the sensitivity and specificity of the multiplex assay, especially in relation are genetically more heterogeneous and contain deeper levels of phylogenetic structure. In genome mining approach) was described during the preparation of this manuscript (55).
303
While the MLST 8 and MLST 9 schemes resolve a greater number of genotypes than SLST 304 (Table S1 ), the latter method does correctly cluster isolates into phylogenetic groupings that 305 are congruent with a core genome reference tree (55). In addition, there is little evidence of 306 recombination within the locus based on a network tree analysis (phi test p=0.976) (Fig S1) .
307
The SLST method is, therefore, a valuable complement, and technically simpler approach, to 308 current MLST methods of typing P. acnes.
309
Rapid screening of isolates by multiplex PCR will also aid the discovery of novel taxa 
